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INTRODUCTION

metabolites produced by fungal species that can be harmful to humans and animals. Patulin (PAT) is one of the toxins that

can be found in different food products but especially in apples and derivates. The most common moulds recognized as producers of this compound belong

to the species of Aspergillus clavatus and Penicillium expansum. The key enzyme in the patulin biosynthesis pathway Is the isoepoxydon dehydrogenase

enzyme (idh), encoded by IDH gene. Understanding the factors that can influence the production of PAT Is an important tool to develop methods for

detoxification and/or inhibition o

f this compound in food products. This work aimed to detect the presence of the IDH gene in different strains of Aspergillus

and Penicillium and to subsequently evaluate the actual production of PAT using thin-layer chromatography (TLC) by those strains that harbour this gene.
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